Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.002 Å; R factor = 0.029; wR factor = 0.075; data-to-parameter ratio = 18.5. organic compounds o3248 # 2007 International Union of Crystallography
The previously reported crystal structures [Chu & Jeffery (1965) . Proc. R. Soc. London Ser. A, 285, 470-479; Chandrasekharan & Mallikarjunan (1969) . Z. Kristallogr. 129, 29] of the title compound, C 6 H 14 NO 5 + ÁCl À , have been confirmed to higher precision, and the H atoms located, allowing the elucidaton of the hydrogen-bonding network. A combination of O-HÁ Á ÁO, N-HÁ Á ÁO, O-HÁ Á ÁCl and N-HÁ Á ÁCl links results in a three-dimensional network. Considered by themselves, the inter-cation O-HÁ Á ÁO and N-HÁ Á ÁO hydrogen bonds result in undulating (001) layers. The configurations of the chiral C atoms are: C1 S, C2 R, C3 R, C4 S and C5 R.
Related literature
For an earlier structure determination of the title compound, in which the H atoms were not located, and background literature, see: Chu & Jeffery (1965) ; Chandrasekharan & Mallikarjunan (1969) ; Allen et al. (1987) . Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx; y þ 1 2 ; Àz þ 2; (ii) Àx þ 1; y þ 1 2 ; Àz þ 2; (iii) x; y; z þ 1; (iv) x À 1; y; z; (v) Àx þ 1; y À 1 2 ; Àz þ 2.
Experimental
Data collection: SMART (Bruker, 1999) ; cell refinement: SAINT (Bruker, 1999) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 1997); program(s) used to refine structure: SHELXL97 (Sheldrick, 1997); molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: SHELXL97. 
S1. Comment
The present study confirms the previous structure determinations (Chu & Jeffery, 1965; Chandrasekharan & Mallikarjunan, 1969) of the title compound, (I), to modern standards of precision. All the geometrical values for (I) ( Fig.   1 ) fall within their expected ranges (Allen et al., 1995) and the six-membered ring is well described as a chair: for atoms C1, C2, C4 and C5, the r.m.s. deviation from their mean plane is 0.021 Å: C3 and O1 deviate from the plane by -0.652 (2)Å and 0.6477 (19) Å, respectively.
Here, the H atoms have been located, allowing the hydrogen-bonding scheme, involving a combination of O-H···O, N -H···O, O-H···Cl and N-H···Cl links, to be elucidated (Table 1 ). The inter-cation N-H···O and O-H···O bonds result in undulating (001) sheets (Fig. 2) .
S2. Experimental
A sample of glucosamine hydrochloride was obtained from Strides Arco labs, Mangalore, India and recrystallized from water to yield colourless chunks of (I). m.p.: 449-451 K.
S3. Refinement
The O-bound hydrogen atoms were located in a difference map and refined as riding in their as-found relative positions with U iso (H) = 1.2U eq (O). The other hydrogen atoms were geometrically placed (C-H = 0.97-0.98 Å, N-H = 0.89 Å) and refined as riding with U iso (H) = 1.2U eq (carrier). The -NH 3 + group was allowed to rotate, but not to tip, to best fit the electron density. Part of an (001) sheet of cations in (I) linked by O-H···O and N-H···O hydrogen bonds. Symmetry codes as in Table 1 . Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
α-D-glucosamine hydrochloride

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.0118 (2) 0.23568 (18 Symmetry codes: (i) −x, y+1/2, −z+2; (ii) −x+1, y+1/2, −z+2; (iii) x, y, z+1; (iv) x−1, y, z; (v) −x+1, y−1/2, −z+2.
